FIG. 1A 

KCNQ5 cDNA coding sequence 
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FIG. 2A 

KCNQ5 Protein Sequence 

MKDVESGRGR VLLNSAAARG DGLLLLGTRA ATLGGGGGGL 40 

RESRRGKQGA RMSLLGKPLS YTSSQSCRRN VKYRRVQNYL 80 

YNVLERPRGW AFIYHAFVFL LVFGCLILSV FSTIPEHTKL 12 0 

ASSCLLILEF VMIWFGLEF IIRIWSAGCC CRYRGWQGRL 160 

RFARKPFCVI DTIVLIASIA WSAKTQGNI FATSALRSLR 2 00 

FLQILRMVRM DRRGGTWKLL GSWYAHSKE LITAWYIGFL 24 0 

n 

.J VLIFSSFLVY LVEKDANKEF STYADALWWG TITLTTIGYG 2 80 

rfi 

gl DKTPLTWLGR LLSAGFALLG ISFFALPAGI LGSGFALKVQ 320 

p EQHRQKHFEK RRNPAANLIQ CVWRSYAADE KSVSIATWKP 360 

ru 

O HLKALHTCSP TKKEQGEASS SQKLSFKERV RMASPRGQSI 4 00 

KSRQASVGDR RSPSTDITAE GSPTKVQKSW SFNDRTRFRP 44 0 

J| SLRLKSSQPK PVIDADTALG TDDVYDEKGC QCDVSVEDLT 4 80 

O 

p PPLKTVIRAI RIMKFHVAKR KFKETLRPYD VKDVIEQYSA 52 0 

GHLDMLCRIK SLQTRVDQIL GKGQITSDKK SREKITAEHE 560 

TTDDLSMLGR WKVEKQVQS lESKLDCLLD lYQQVLRKGS 600 

ASALALASFQ IPPFECEQTS DYQSPVDSKD LSGSAQNSGC 64 0 

LSRSTSANIS RGLQFILTPN EFSAQTFYAL SPTMHSQATQ 680 

VPISQSDGSA VAATNTIANQ INTAPKPAAP TTLQIPPPLP 72 0 

AIKHLPRPET LHPNPAGLQE SISDVTTCLV ASKENVQVAQ 7 60 

SNLTKDRSMR KSFDMGGETL LSVCPMVPKD LGKSLSVQNL 800 

IRSTEELNIQ LSGSESSGSR GSQDFYPKWR ESKLFITDEE 84 0 
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VGPEETETDT FDAAPQPARE AAFASDSLRT GRSRSSQSIC 
KAGESTDALS LPHVKLK 
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Alternative Splice Exon 1 



TGG GGA CAG TGG ACA TTG CGT 
Trp Gly Gin Trp Thr Leu Arg 
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ttgtgattgg actggtttct ctgcaatggc gccaacccca 840 

ggcttgccaa tactgcctat gtaaagggca agtgtgagaa 880 

gctattctca tttcgctgac atacaggtag gactatgggg 92 0 

gatgggacat ttgagtggga ctgagatagg aaaggcttga 960 

aaagaaccca gaaacaccac caggaagttg gcaaagtaaa 1000 

agaaaatgac ttccccctca aagggcaatg agagggagag 104 0 

aaacaaacca aaatagaaga actagacttt ttagaaaatg 1080 

agtattgcta 1090 
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Multiple Sequence Alignment of the KCNQ Channel Family Members 

hskcnq4 MAEAPPRRLHlGPPPGDAPRAE . LVALTAVQSEQlEiG . 

hskcnqB MKDVESGR . fflRVLLNSAAARGDGLLLLGTRAATLiGlG . 

hskcnq2 ^ MVQKSRISlffl. GVYPG . . PSGEKKLKVGFVGLDpl . Ip . 

hskcnqS MGLKARRAAGAAGGGGDGGGGGGGAANPAgHdAAAAGDEERKYGLAPGDVEQVT 
hskcnql ^ — MAAASSPPRAERKRwfflwGRLPGARRGSAGLAKKCPFSLELlEfcGP 
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hskcnq4 . . ILPSFIeLALLFEHVQRARNGGLRPLEVRRAPVPDGAPSRYPPVATCHRPGSTSFCPG 

hskcnqS . . . KPHLg^ HT CSPTK KEQGEAS .... 

hskcnq2 TVTVPM^LIPPLNQLELLRNLKSKSGLAFRKDPPPEPSP 

hskcnqS WSFPFF^ KEQLEAA. . . . 

hskcnql IlKAP . . RSHTLLS PSPKPKKSVWKKKKFKLDKDNGVT 
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hskcnq4 ESSHgIKDrIrMGSSQRRTGPS , KQQLAPPTMPtI 
hskcnqB SSQfflsFKERiRMASPRGQSIKS . RQ . .ASVGDRrI 
hskcnq2 . SqSslKDrI . FSSPRGVAAKG . KGSPQAQTVRr| 

hskcnq3 SSqSgLLDrIrlSNPRGSNTKG . KLF 
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hskcnq4 SRCLRSGT . . SA . SLGAVQVPLFlPDITSDYHS 
hskcnqS QQVLRKGSA , SALALASFQIPPfIcEQTSDYQS 
hskcnq2 MQ . . RMGI P , PTETEAYFGAK . . ipEPAPPYHS 

hskcnqS MQHMER LQVQVtIyYPTKGTSS 

hskcnqi QPCGSGGSVDPELFLPSNTLPTyI . QLTVPRRG 
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hskcnq4 D 

hskcnqS SRGLQFI . . LTPNEFSAQTFYALSPTMHSQATQVPISQSDGSAVAATNTIANQINTAPKP 
hskcnq2 STGQKNF . . SAPPAAPP . . . . VQCPPSTSWQPQSHPRQGHGTSPVGDHGSLVRIPPPPAH 
hskcnqS PEPPYSFHQVTIDKVSPYGFFAHDPVNLPRGGPSS . GKVQATPPSSATTYVERPTVLPIL 
hskcnqi 

hskcnq4 

hskcnqS AAPTTLQIPPPLPAIKHLPRPETLHPNPAGLQESISDVTTCLVASKENVQVAQSNLTKDR 
hskcnq2 ERSLSAYGGGNRASMEFLRQEDTPGCRPPEGTLRDSDTS I S I PS VDHEELERS FSGFS I S 
hskcnqS TLIiDSRVSCHSQADLQG . PYSDRISPRQRRSITRDSDTPLSLMSVNHEELERSPSGFSIS 
hskcnqi 



hskcnq4 

hskcnqS SMRKSFDMGGETLLSVCPMVPK. . . . DLGKSLSVQNLIRSTEELNIQLSGSESSGSRGSQ 
hskcnq2 QSKENLDALNSCYAAVAPCAKVRPYIAEGESDTDSDLCTPCGPPPRSATGEGPFGDVGWA 
hskcnqS QDRDDYVFGPN . . . GGSSWMREKRYLAEGETDTDTDPFTPSGSMPLSSTGDGISDSVWTP 
hskcnqi 
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hskcnq4 * 

hskcnqS DFYPKWRESKLFITDEEVGPEETETDTFDAAPQPAREAAFASDSLRTGRSRSSQSICKAG 

hskcnq2 GPRK 
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FIG. 6A 
Human RNA Master Blot 
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human DNA 


human 
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